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Advances in molecular genetics of the pathogen of potato
late blight Phytophthora infestans
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Abstract The oomycete plant pathogen Phytophthora infestans is the causal agent of potato late blights one of the most
devastating diseases of potato worldwide. Resurgence of late blight has recently increased interest in the species worldwide.
A dramatic intensification in molecular genetic studies on P. infestans has been seen in recent years, including the re-
sources for genetic, transcriptional and physical mapping of its genome and molecular mechanism of pathogenesis and pota-

to-P. infestans interaction. This review provides an overview of the biology, genetics and pathology of P. infestans,

with a particular emphasis on molecular genetics and also describes prospects for future advances.
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