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AR ERBERIRE ETE RS :#ik r7s . The colonial morphology of suspected E. coli cultured on the blood agar medium as indica-
ted by the arrow;B. Wi N M BE I HIE S (22 Y ff X1 000) The bacterial morphology of suspected E. coli examined under a micro-

scope (Gram staining X1 000)
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Fig.1 The bacterial culture characteristics and morphology
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100 bp
200 bp
300 bp
400 bp
500 bp
700 bp

1000 bp

MPCNCI 2 3 456 7 8 9101112
M. DL1000; PC. JH#E %} B8 Positive control; NC. B *f #e
Negative control;1~12. 4B 1 16S rDNA 724  Amplifica-
tion products of bacterial 16S rDNA
2 B 5EE 16S rDNA K E
Fig.2  Amplification products of bacterial 16S rDNA

AL E R SR IE RS NG SRR M B A VS E S The identification of Eosin-Methy Blue Agar Medium: the colony
morphology of clinical isolates indicated by the arrow; B. 27 g 8L 35 77 36 (1% % 50 25 5% - 87 Sk WiR M B P 4 B W %X A The identifi-
cation of MacConkey Agar Medium: the colony morphology of pathogenic and clinical isolates indicated by the arrow

B3 HEREFRLAEEEFAENERIEFRELERNEE
Fig.3 The colony morphology of bacteria on Eosin-Methy Blue and MacConkey Agar Medium
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Table 1 The bacterial pathogenicity to mouse

2113 JET-%  Death count 5% Diarrhea count TCHE AR
é o Asymptomatic
roup MEPE  Female HEPE Male MEtE  Female HEtE Male count
C 0 0 0 0 8
I 1 0 2 2 1
11 1 0 2 3 0
I 1 1 2 2 0
I 0 0 3 2 1
V 3 2 0 1 0
VI 1 0 2 2 1
T Total 7 3 12 11 3
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Fig. 4 Multidrug resistance analysis of clinical isolates
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Table 2 Drug resistant rate of E. coli to antimicrobial drugs
Bk % WMWY ik % WS W2 %
Antimicrobial Drug resistant Drug resistant Antimicrobial Drug resistant Drug resistant
drug strains rate drug strains rate
FH %%  Penicillin 20 95.2 HE W E  Ofloxacin 3 14.3
ZEPEAK Ampicillins 8 38.1 WHYAE Ciprofloxacin 6 28.6
FTELPE Ak Amoxicillin 12 57.1 TR Amikacin 6 28.6
LAY Cephalexin 10 47.6 5§85 % Streptomycin 18 85.7
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FFE K Bacitracin 21 100 FIBFE % Kanamycin 9 42.9
S J7 ¥ Co-trimoxazole 7 33.3 JibkE %  Clindamycin 17 81.0
ik g TP L B mmk - SMZ 9 42.9 214 %  Erythromycin 16 76.2
ERI A Noroxin 4 19.0 JU¥RZ  Tetracycline 6 28.6
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Identification and Drug Resistance Analysis of Escherichia coli Isolated
from Diarrheic Neonatal Lambs in Gansu Area

TUO Xin, WANG Shengyi, WANG Hui, CUI Dong’an,
HUANG Meizhou and LIU Yongming

(Key Laboratory of Veterinary Pharmaceutical Development of Ministry of Agriculture/Key Laboratory of New Animal Drug Project
of Gansu Province / Engineering & Technology Research Center of Traditional Chinese Veterinary Medicine of Gansu Province,

Lanzhou Institute of Husbandry and Pharmaceutics Sciences of Chinese Academy of Agricultural Sciences,Lanzhou 730050, China)

Abstract The objective of the study was to research the pathogenesis and drug resistance of Esche-
richia coli in diarrheic neonatal lambs in Gansu area. The 92 feces samples were collected {from 8 lamb
farms in Gansu province, where the lambs appeared diarrhea symptoms. The pathogenic E. coli was i-
solated and identified using amplification technology of 16S rDNA and microbial cultivation methods
and 6 strains were selected randomly to conduct pathogenicity and drug resistance test. The results
showed that 21 pathogenic E. coli strains were isolated from 92 samples; the 6 strains selected ran-
domly possessed of certain pathogenicity; and these pathogenic E. coli in Gansu area had appeared
high resistance to commonly used antimicrobial drugs. The results suggested that the E. coli was still
the etiology of the diarrheic neonatal lambs in Gansu area and with very serious drug resistance.

Key words Neonatal; Diarrhea; E. coli; Pathogenicity; Drug resistance.
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