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ABSTRACT RAPD technique was used to analyze the genetic diversity of forty-eight fish
samples from the first generation of introduced Paralichthys lethostigma. Twenty-five primers
screened from 40 10bp primers produced highly repetitive and steady bands. 154 DNA {rag-
ments were identified, of which 79.22% (122 fragments) were polymorphic. The mean effec-
tive number of alleles per locus was 1. 562 930. 363 1,Nei’s gene diversity index was 0. 318 4+
0. 184 3, and Shannon’s information index was 0. 465 1£0. 257 4. All the results indicated that
P. lethostigma had high genetic variability.
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BT SEREIR , MR St e B M R A ERBIE, A OB X R R R S ST — S HBR.
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TRELBEAR, ST EFEA DNAWESAE AARM RS, &, 7E, 25HBURERATETHRFITR
MRS FEYFEMB AT LUHTRM SRS . AR E Williams % 1990 4538 1 DK, % 695 T8
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BRI EFT 2004 48 9 A 22 HECE EMK RS 2001 SE5|fREd 51 BRPPAERN TR, B 8B, F
BARK 12. 2 cm, FIIKE 35. 04 g, FEEBR L A HIBPANALLER, /S, REMA —70 CREF, HTFEHEA
DNA #3251,

1.2 XBH*E

1.2.1 X H4 DNA ¢4 RFfe R ER T

F R4 DNA fIR LS B CHR (Liu ez al.  2000) B3, DNA ¥ Ei#iif GeneQuant pro DNA E B2
FrAUR B 3K -EB 3 8 B 50 638 B X E Wl 22
1.2.2 34k

A PCR B & FR R 25 pl, Hd & TagDNA R4 M 1 847 .dNTP 100 pmol/L,MgCl, 2 pmol/L
10X PCR ik 2.5 pl; 5141 (15 pmol/pl) 1pl, 7E PTC-200 ¥ 3L 2 94 CHIAH: 5 min 5 #4T 40 78
®, 81 EHAHE 94 C 1 min,36 C 1 min,72 C 2 min, B&J5F 72 CZEMH 10 min, HRTBHTER SER
DNA 25 aXT R, ARE M 40 KV HERT 25 KR EE WG I B EENMNMEA —BHERN3IY
F1F RAPD 43¥7.
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P AHSREZEER N 1.5 %S E R B k48, B A 6 Marker 23 DNA Marker DL2000, H
KERRABERRBRRAEMECR.
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LR (R BHE R 0, BT B T A LA R IRIE W ERE. ¥ RAPD RiCERSMANESHMEN
HIfr 5 R G B BB AL F Hardy-Weinberg 45 X3 B 4K 49 184 2 B8 47118 , F§ Popgene Version 1. 32 44
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3.1 RAPD B4 #f

AL R 40 ANREOLEI WX R BT SE3AT Y1, 25 D51 BIFFI LR DX A A8 RAPD 16
PR T AT AW EM NN . 250 ARSI AWM 3~9 K%, 25 MWW T 154 i
RLFHEN5I R e MIANFEE. B 1AM YT REE.
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Table 1 Sequence of stably amplified random 10-base primers

REG, ALH 25 4 FEVLS | W 340 I B 69

i FIES7-3% 5(57-37)
154 P S, 122 A EERMEBEARE, ZA N %_I%FT“-% 52 o ?I%F‘?‘% 52 "
5@5}&% 79. 22 y #jﬂi ﬂ; .+%: Tﬁﬂﬂ:ﬂ Primer No. Sequence (57-37) Primer No. Sequence (5’-37)
. N > - $453 GTCAGAGTCC 1033 ACGCTGCGAC

HOH MO (0 2 DA O, Nei” s 2 [958 1% 2 R 1 15 2K 466 GTGGGCTGAC S1036 AAGGCACGAG
K Shannon {5 816 ¥. &IRERW, WHFHNAE S477 TGACCCGCCT S1044 GAATGCGACC
RS E R BN 1. 562 940. 363 1,Nei’s RE X $1006 GTAAGCCCCT S1046 GTCGGAGTGG

HEMTEER 0.318 41+0. 184 3, Shannon £ B #& S1009 AGAACCGAGG S1049 ACGGCACGCA
¥R 0.465 14-0. 257 4, $1010 GGGATGACCA S1051 GAACGCTGCC
ﬁﬁiﬂzﬂﬁw%m/‘\wrﬁl B‘Jiﬁ%#ﬁ{wﬁﬁi S1013 TGAGTCCGCA S1053 CAGCCGTTCC
B 1,000 0, B/ 0,845 1. 3 4 B B 9 [ 76 S1014 TGTGGCCGAA S1054 ACCGATGCTG
) S1016 CAAGGTGGGT S1055 GAATCCGGCA

0.000 0~0.134 9 2 Jq],
S1018 GGGCTAGTCA S1056 TCTGGACCGA
4 Tt S1019 GGCAGTTCTC 81058 GGCTAGGTGG
S1028 AAGCCCCCCA S1060 ACACGTGGTC

5UHMESE MEFMALIER T 51030 TCGGGGCATC
B.EARS kM, RAPDE R EZ DNA &
TR P i, F) ] DNA 2275 ok B 440 07 f
PHSRBERES BAREERES HHE
LA RGBSR A B ZNATA
FKHBRE SR P BEH RS X,

ot IR s, 4R BB B % (2001) # F§ RAPD
FTE.RBRIAFHBEN M ALH R
15. 4% , 3 4& AL BE X 0. 905, Shannon 4 £ ##
HRB 2.735, b #F(2006) % I FRIELEBE
TN REARNEABRREG SRS ERTT
RAPD 5 #7318 TR T S B A BEIR B Z B 5
HeBl Ky 43.2 %0, B E A EE BN 1. 38, Shan-
non MIEFEER 0. 112 0, B AR B AN A H

S453

Bl 34.9 K, BEREMEFEHFAE R 1. 28, Shan- S1009
non &3 4N 0. 094 2., B 1 3i% S453 A S1009 % BT 6F ) RAPD vk it

SERE T B B ER . EE S Y Fig. 1 Electrophoretograms of RAPD in Paralichthys
A T A+ AR Z B R B iﬁﬁ? ZHEEHETTRHER, lethostigma using primer S453 and S1009
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ERBREZEMALGI N 33.3 U, AREMEELH 1.219 6, XS E R 0.121 9, ARXBFH I RAPD
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KT RE BRI, B4 B T RAPD #5285 20 b v B T 80t » R b BB FR) TG 4 B R M b, 0
DIt EE A RE R BB B ST P N BB H A SERRA L . X F RAPD 450 B R HE B 1% , Lynch Z57E 1994 4R 48 M
a] LA 4R S W A RO S BOR SR b . TEAIRE P, ] RAPD AT T B A EGE R E S T F TR
AT ERIMALEECRE TS RMAEN., 40 RAPD £ 2o EE M58, AR B 8 8 S MR W
T A, AR —#IEA ™ EEH PCR 2HMEA MR SREB TEISHNER.

Wt BT, R ERET AN HEMERREN 0.8451 ~ 1.000 0, B £ BB EE N
0.000 0~0. 134 9, BEHAMA&H] B E L X RIEH T, X 5 TR 7 B 55 RARI .
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