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Fig.1 Sample sites of H. ftuba along the coast of
China ( scale 1:27000000)
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Fig.2 DNA fragments amplified by the RAPD primer S40 in
Beihai, Zhanjiang, Wenzhou, Lianyungang populations
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(0.0863+£0.143 9) (% 1), 4 EEHRE) Nei’ s
FEEL N Shannon 5 3R By — B, H E B4
P R BMRAKUCOY L AR B > IR A > B
TR > EREFHER
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Tab.1 Genetic diversity and statistics analysis of genetic variation in

the four geographical populations of H. fuba (mean +st. d)
MR R MR SHAALE  BESEEER HuHEEH AREMERY

Shannon #5835

i[53 182 121 66.48% 0.1482+0.1563 1.664 8+0.4734 1.2223+0.2702 0.2407+0.231 4
T 182 86 47.25% 0.1286 +0.1704 1.4725+0.5006 1.2057+0.3034 0.2014+0.2499
B 182 81 44.51% 0.1126 +0.1602 1.4451+0.4983 1.1775+0.2860 0.1795+0.2360
E=E 182 67 36.81% 0.0863+0.1439 1.3681+0.4836 1.1331+0.2509 0.139310.2156
B 182 149 81.87% 0.1755+0.166 9
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YR 19 &5 Py HHE BT R I 04,
FHIH B 4 AR B3 AR DU FR AL BE R,
BRI 20 4 HUBRPRE IR B A R A 38 15 4E 10
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0.054 2 ~0.137 4 ZJ&], H , LY ST R
FERY IR R BE B AR/ 9 0. 054 2, JL ¥ b e AT IR M
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Tab.2 Genetic similarity (S) and genetic distance (D) among the four populations of H. tuba

.
Erni
O.ZIOO 0 I 0.12|5 0

B3 HRIE4PEER UPGMA REE
Fig.3 UPGMA dendrogram based on the genetic
distances of the four populations in H. fuba
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TR i L M Enk
BT 0.9473 0.8716 0.916 8
WL 0.054 2 0.881 5 0.924 4
M 0.137 4 0.126 1 0.945 3
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— 0.030 ~0.200 XA~ FE , RAE AIRE TR H

HEG R RTEWIE, BWA E R MK T, Wit
B AR AL TR B M B AR IR O , 3
BB B/ RN 3 2 Vs DR B TR B0, 4%
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SEBHEBNRE BERERERB KR, &
BAFPRERI SN A S5 M 2 B A O, e PR B
L ESERBR. X543 RAPD Kpira R
WEARY G, SMERIE A LB LB b R 7E 2 A
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MATRTG R AT, B AR BEER TR
k BRHANANRIE, DER R A, A AR AR
BABRRHBREZERE S BRRTERKRESL
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FRRIRA T R AFRES, R A THEE KT
HAp AR IRE AN R Hit, NS0+
B S R K P b 338 £ R B 3 1% 2 2
RTREFEABE, REABRKBRRPSATES
HoBERE . 4 JE B R BUA R it Bl L1 38 1% 24
3R, R TR BOMTE R A S BRI Z T Y
ARG LR R s A R ] B 7 BRER 2%, T
XHE AR R R RR S A EN ST R
AMHA.
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RAPD analysis on Hemifusus tuba ( Gmelin ) of four different natural
populations in China

LUO Fu-guang, SU Xiang-ju, OU Xiao-ling, LI Bin, PAN Ying, ZHENG Hui-fang, QIN Zhi-biao
( College of Animal Science and Technology, Guangxi University, Nanning 530004, Guangxi, China)

Abstract; Nineteen RAPD primers amplified a total of 182 scorable markers in 200 samples from the four
different natural populations of H. tuba, thus a total of 19 983 bands which ranged in size from 250 to 2 500
bp were generated showing homogeneous RAPD patterns, and number of scorable bands for each primer varied
from 4 to 17 with an average of 5. 28 bands per RAPD primer. 81.87% of the total genetic diversity was
found among the four populations which contained approximately 149 polymorphic loci. 66.48% , 47.25% ,
44.51% , 36. 81% of the total genetic diversity were attributable to genetic differences within Beihai,
Zhanjiang, Wenzhou, Lianyungang populations. Estimates of Nei’ s Gene Diversity and the Shannon’ s
Diversity Index provided similar results of diversity, from high to low, that is, Beihai, Zhanjiang, Wenzhou,
Lianyungang populations. The cluster analysis of the four populations was based on Genetic Distance, which
was measured between 0. 054 2 —0. 137 4. The results showed the populations of Beihai and Zhanjiang first
assembled one branch, Wenzhou and Lianyungang then assembled another, and the two branches assembled
finally.

Key words; Hemifusus tuba ( Gmelin) ; genetic diversity; genetic distance; RAPD
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